Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.061; wR factor = 0.174; data-to-parameter ratio = 17.4.
In the crystal of the title hydrated molecular salt, 
Related literature
For related structures, see: Seethalakshmi et al. (2006a Seethalakshmi et al. ( ,b,c, 2007 . For related compounds, see: Dhanuskodi et al. (2006 Dhanuskodi et al. ( , 2008 .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: COLLECT (Nonius, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) ; data reduction: DENZO; program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) As part of our ongoing studies on 4-hydroxypyridinum salts (Seethalakshmi et al., 2007 , Dhanuskodi et al., 2006 , 2008 , we report here the crystal structure of N-methyl-2,6-dimethyl-4-hydroxypyridinium chloride monohydrate (I), (Fig. 1) .
The corresponding bond lengths and angles of the cation in (I) are comparable with those of related structures reported earlier (Seethalakshmi et al., 2006a (Seethalakshmi et al., ,b,c, 2007 .
In (I), water molecule acts as a donor for two different symmetry-related chloride anions and acts as an acceptor for the hydroxy group of the cation. As shown in (Fig. 5) . In the solid state, each chloride anion is tetra coordinated by two cations (via H3 and H9A) and two water molecules (via H1W and H2W). The tetra coordination angles in the range of 58.40-88.17°. There is a π···π stacking interaction also observed between two pyridinium rings related by center of inversion with centroid-to-centroid distance of 3.5175 (15) Å.
The title salt was prepared by dissolving 1-methyl-2,6-dimethyl-4-hydroxypyridine (1.37 g) with HCl (0.92 ml) in distilled water (5 ml). The mixture was stirred at room temperature for 7 h and the clear solution was kept for evaporation at 60 °C after filtration. Finally crystalline powder was obtained and dissolved in distilled water. Colourless prisms were obtained following the slow evoporation technique. 
Refinement
The positions of hydroxy H atom and H atoms of water molecule were determined from a difference Fourier map and refined freely along with their isotropic displacement parameters. In the final round of refinement, the O-H bond lengths of water molecule are restrained to 0.84 (2) Å. The methyl H atoms were constrained to an ideal geometry (C-H = 0.98 Å), with U iso (H) = 1.5U eq (C), but were allowed to rotate freely about the C-C and N-C bonds. The remaining H atoms were placed in geometrically idealized positions (C-H = 0.95 Å), with U iso (H) = 1.2U eq (C) and were constrained to ride on their parent atoms.
Computing details
Data collection: COLLECT (Nonius, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997 ); program(s) used to solve structure: SIR92 (Altomare et al., 1994); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) 
